Supplementary Table 4. The per mil frequencies of codons grouped by aminoacyl-tRNA synthetase (codon bias by aaRS), the per mil frequencies of the expressed codons grouped by aminoacyl-tRNA synthetase (codonome bias by aaRS), and the aminoacyl-tRNA synthetases expression values in Danio rerio, Caenorhabditis elegans, Saccharomyces cerevisiae and Escherichia coli. 

“/”: value not found

	Species
	Gene symbol
	Codon

bias
	Codonome

bias
	Expression

value

	D. rerio
	aars
	66.40
	70.84
	139.36

	
	cars
	22.07
	19.00
	23.19

	
	eprs
	123.52
	123.69
	/

	
	farsa
	37.06
	35.80
	/

	
	farsb
	37.06
	35.80
	43.88

	
	hars
	26.16
	24.31
	103.73

	
	iars
	55.03
	58.36
	12.94

	
	kars
	60.91
	68.25
	115.32

	
	lars
	91.33
	86.78
	/

	
	mars
	15.56
	15.52
	9.68

	
	qars
	47.22
	45.05
	13.39

	
	rars
	56.20
	57.27
	16.17

	
	sars
	82.39
	74.91
	/

	
	si:dkey-274m14.2
	39.33
	39.34
	/

	
	si:dkey-276i5.1
	63.27
	67.70
	105.94

	
	tars
	54.08
	52.51
	43.84

	
	vars
	62.30
	62.35
	10.03

	
	wars
	11.52
	10.86
	27.10

	
	wu:fc17a11
	53.36
	54.35
	/

	
	yars
	28.37
	28.56
	23.35

	
	
	
	
	

	C. elegans
	ars-2
	64.05
	68.23
	149.15

	
	crs-1
	19.70
	18.48
	123.51

	
	drs-1
	53.89
	55.10
	249.92

	
	ers-1
	42.19
	43.31
	161.41

	
	ers-3
	66.31
	67.90
	82.72

	
	frs-1
	45.84
	42.82
	202.79

	
	frs-2
	45.84
	42.82
	192.17

	
	grs-1
	54.00
	58.47
	152.32

	
	hrs-1
	23.07
	23.02
	171.03

	
	irs-1
	54.07
	52.99
	220.43

	
	krs-1
	62.82
	64.24
	323.80

	
	lrs-1
	85.16
	82.34
	143.51

	
	mrs-1
	32.17
	29.52
	185.49

	
	nrs-1
	48.44
	47.32
	231.11

	
	prs-1
	49.64
	51.17
	221.29

	
	rrt-1
	52.05
	52.84
	199.94

	
	srs-1
	81.11
	78.12
	135.54

	
	trs-1
	58.92
	58.03
	175.71

	
	vrs-2
	62.44
	63.35
	146.32

	
	wrs-1
	10.87
	10.42
	/

	
	yrs-1
	31.14
	30.16
	90.52

	
	
	
	
	

	S. cerevisiae
	ALA1
	55.62
	60.13
	162.49

	
	CDC60
	95.12
	93.46
	143.93

	
	DED81
	61.08
	58.54
	192.22

	
	DPS1
	59.10
	58.40
	260.83

	
	FRS1
	44.00
	43.83
	260.76

	
	FRS2
	44.00
	43.83
	156.46

	
	GLN4
	39.62
	39.08
	118.51

	
	GRS1
	50.19
	53.35
	180.08

	
	GUS1
	66.61
	65.67
	219.64

	
	HTS1
	21.02
	20.84
	162.48

	
	ILS1
	55.36
	54.10
	154.64

	
	KRS1
	73.79
	72.82
	218.47

	
	MES1
	30.40
	30.53
	164.98

	
	SES1
	88.99
	87.33
	188.41

	
	THS1
	58.21
	58.65
	224.02

	
	TYS1
	32.94
	32.94
	147.53

	
	VAS1
	56.08
	58.51
	168.58

	
	WRS1
	10.28
	10.36
	155.73

	
	YDR341C
	44.31
	43.93
	/

	
	YHR020W
	43.06
	43.47
	/

	
	YNL247W
	12.31
	12.00
	/

	
	
	
	
	

	E. coli
	alaS
	94.84
	95.90
	364.21

	
	argS
	55.38
	56.67
	174.99

	
	asnS
	39.40
	38.80
	/

	
	aspS
	51.70
	52.68
	171.33

	
	cysS
	11.25
	10.08
	100.07

	
	glnS
	15.14
	13.50
	/

	
	glsS
	29.17
	29.46
	/

	
	gltX
	57.49
	61.24
	247.61

	
	glyQS
	74.08
	75.48
	/

	
	hisS
	22.60
	21.96
	194.27

	
	ileS
	56.77
	58.95
	129.04

	
	leuS
	105.96
	100.77
	322.29

	
	lysU
	45.30
	51.79
	/

	
	metG
	29.82
	27.78
	122.34

	
	pheS
	38.24
	37.15
	288.63

	
	pheT
	38.24
	37.15
	299.49

	
	proS
	44.19
	42.67
	29.79

	
	serS
	57.76
	54.97
	/

	
	thrS
	54.00
	53.40
	457.90

	
	trpS
	15.28
	13.50
	92.78

	
	tyrS
	28.02
	27.25
	/

	
	valS
	70.38
	72.58
	162.41


